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Human papillomaviruses (HPVs) are the causative agent of warts. Infections with high-risk HPVs are
associated with anogenital and head and neck cancers. One of the viral genes responsible for HPV’s oncogenic
activity is E6. Mice expressing the HPV-16 E6 protein in their epidermis (K14E6WT) develop epithelial
hyperplasia and squamous carcinomas. Numerous cellular proteins interact with E6, some of which can be
grouped based on common amino acid motifs in their E6-binding domains. One such group, the PDZ partners,
including hDLG, hSCRIBBLE, MUPP1, and MAGI, bind to the carboxy-terminal four amino acids of E6
through their PDZ domains. E6’s interaction with the PDZ partners leads to their degradation. Additionally,
E6’s binding to PDZ proteins has been correlated with its ability to transform baby rat kidney cells in tissue
culture and to confer tumorigenicity onto cells in xenograft experiments. To address whether the ability of E6
to bind PDZ domain partners is necessary for E6 to confer epithelial hyperproliferation in vivo, we generated
transgenic mice that express in stratified squamous epithelia a mutant of E6 lacking the last six amino acids
at its carboxyl terminus, E6�146-151, from the human keratin 14 (K14) promoter. The K14E6�146-151 mice
exhibit a radiation response similar to that of the K14E6WT mice, demonstrating that this protein, as predicted,
retains an ability to inactivate p53. However, the K14E6�146-151 mice fail to display epithelial hyperplasia.
These results indicate that an interaction of E6 with PDZ partners is necessary for its induction of epithelial
hyperplasia.

Human papillomaviruses (HPVs) are the causative agent of
warts. Infections with high-risk HPVs are associated with ano-
genital (27) and head and neck cancers (18, 25). HPVs encode
two oncogenes, E6 and E7, which are thought to contribute to
cervical cancers because they are selectively induced in their
expression in those cancers. E6 and E7 are multifunctional
proteins best known for their abilities to bind and inactivate
the p53 and pRb cellular tumor suppressors, respectively. E6
binds in a ternary complex with p53 and a cellular ubiquitin
ligase, E6AP (10). This complex results in ubiquitination and
degradation of p53 through the proteosome pathway (11).
Thus, E6 abrogates p53 function. However, E6’s oncogenic
activities cannot be explained entirely by its effects on p53. E6’s
ability to transform cells does not always correlate with its
ability to degrade p53; mutants of E6 that cannot induce p53
degradation are still able to immortalize mammary epithelial
cells (13, 19), transform 3Y1 rat fibroblasts, and confer tumor-
igenicity onto �2 mouse fibroblast cells (14). Conversely, some
E6 mutations that retain the ability to induce p53 degradation
are unable to transform cells (5, 13). Studies with K14E6WT

mice also have identified p53-independent activities. Mice ex-
pressing the HPV type 16 (HPV-16) E6 protein in their epi-
dermis (K14E6WT) develop epithelial hyperplasia (31). How-

ever, this phenotype has not been observed in p53-null mice of
the same genetic background. These observations indicate that
E6 must confer epithelial hyperplasia through mechanisms
other than or in addition to its inactivation of p53.

Numerous cellular proteins have been found to interact with
the E6 protein. Many interactors can be classified into groups
due to the presence of a specific amino acid motif in their
E6-binding region. One group is the �-helix partners, named
for the �-helix domain in their E6-binding region (1, 4, 6, 32).
In a previous study we investigated the role of the E6’s inter-
action with the �-helix partners in epithelial hyperplasia. We
found that expression of a mutant of E6, E6I128T, which was
deficient in binding �-helical partners in the skin of transgenic
animals, was still able to induce epithelial hyperplasia, albeit to
a lesser extent than wild-type E6 (22). Thus, although �-helix
partner binding is involved in induction of hyperproliferation,
it is not solely responsible for it. Furthermore, the intermediate
level of epithelial hyperplasia seen in the K14E6I128T strain
was not rescued to the level seen in K14E6WT mice by placing
the K14E6I128T transgene on the p53-null background. There-
fore, inactivation of p53 does not contribute to E6’s induction
of epithelial hyperplasia.

These results led us to ask which E6 activities other than
�-helix binding are contributing to E6’s induction of epithelial
hyperplasia. Another group of E6 interactors that may mediate
epithelial hyperplasia contain a PDZ domain in their E6-bind-
ing region. PDZ domains are conserved protein elements
named for the proteins PSD-95, Dlg, and ZO-1. HPV-16 E6
contains a protein motif in its carboxy terminus known to bind
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PDZ domains (PDZ ligand). E6’s PDZ ligand motif, consisting
of its carboxy-terminal four amino acids (ETQL), mediates
E6’s interaction with the PDZ domains of the human homo-
logue of Drosophila discs large (hDlg) (14, 17), the human
homologue of Drosophila Scribble (hScrib) (21), multi-PDZ-
containing protein (MUPP1) (16), and membrane-associated
guanylate kinase with an inverted arrangement of protein-
protein interaction domains (MAGI-1) (7). The PDZ domain
containing proteins shown to bind E6 will be referred to here
as the PDZ partners of E6. E6’s interaction with the PDZ
partners leads to their degradation (7, 15, 16, 21). Additionally,
E6’s binding to PDZ proteins has been correlated with its
ability to transform baby rat kidney cells in tissue culture and
to confer tumorigenicity to cells in xenograft experiments (14).
In Drosophila embryos, dlg (9, 24, 34) or scrib (2) mutants
exhibit hyperplastic overgrowth and loss of cell polarity in
epithelial tissues such as the imaginal discs. To address
whether the ability of E6 to bind PDZ domain partners is
necessary for E6 to confer epithelial hyperproliferation on
transgenic mice, we generated transgenic mice that express a
mutant of E6 lacking the six amino acids at the carboxy termi-
nus, E6�146-151. Comparisons of the phenotypes of the mice
expressing E6�146-151 and wild-type E6 demonstrate that the
PDZ ligand domain is necessary for E6’s induction of epithelial
hyperplasia in vivo.

MATERIALS AND METHODS

Mice. The generation of K14E6WT (29) and K14E6I128T (22) transgenic mice
were previously described. The K14E6�146-151 mice were generated similarly to
the K14E6WT mice and will be described in more detail elsewhere (M. M.
Nguyen and A. E. Griep, unpublished data). Briefly, a recombinant copy of the
HPV-16 E6 gene containing an 18-nucleotide deletion at the 3� end of the gene
was generated by PCR with the primers ML-4 (5�-CATCAAGAACATAATCA
TGCATGGA-3�) and ML-5 (5�-TCCATGCATGATTATGTTCTTGATG-3�),
and the product was cloned into pK14 to generate pK14E6�146-151. Subsequently,
PCR was used to amplify the E6�146-151E7TTL DNA fragment with the primers
709-1 (5�-GGCGGATCCTTTTATGCACCAAAAGAGAACTG-3�) and 709-4
(5�-CCCGGATCCTACCTGCAGGATCAGCCATG-3�) containing BamHI sites.
This fragment was restricted with BamHI and inserted into the unique Bam-
HIsite between the hK14 promoter and hK14 polyadenylation sequences in
pG3Z-K14 (33) to generate pK14E6�146-151B. This recombinant plasmid was
digested with HindIII and EcoRI to release a 3.2-kb DNA fragment containing
the hK14 promoter, HPV-16 sequences, and the K14 polyadenylation sequence.
The fragment was purified by gel electrophoresis and microinjected into fertil-
ized mouse FVB/N eggs as described previously (29). Offspring were screened
for the transgene by Southern analysis and PCR. Several K14E6�146-151 lines
were propagated and housed as described for the K14E6WT mice (29).

In situ hybridization. Nine-day-old mice were sacrificed, and skin and ear
samples were collected. These were fixed in 10% buffered formalin, embedded in
paraffin, and cut into 5-�m sections. In situ hybridization was performed as
described earlier (31) by using an antisense E6 cRNA probe transcribed in the
presence of [35S]UTP and [35S]CTP from a plasmid containing the HPV-16 E6
open reading frame upstream of the T7 promoter. Slides were coated with
photographic emulsion and kept at 4°C for 2 weeks before development. The
hybridization signal was examined by using dark-field microscopy.

Real-time PCR analysis for transgene expression. Real-time PCR analysis was
performed as described previously (22). Briefly, 5 �g of total cellular RNA
extracted from the skin of 9-day-old animals was reverse transcribed by using the
You-Prime-Ready-To-Go beads (Amersham Pharmacia; catalog no. 27-9264-01)
and NotI-(dT)18 primer (Amersham Pharmacia; catalog no. 27-7806-01). Real-
time PCR analysis was performed with the primers 5�-TGGAAGACCTGTTA
ATGGGCA-3� and 5�-TGCAGGATCAGCCAATGGTAG-3� and the Taqman
probe 6-FAM-ACTAGGAATTGTGTGCCCCATCTGTTCTCAG-TAMARA.
Amplification by using the Perkin-Elmer sequence detector 7700 was performed
with the 2� Universal Amplification mix (Perkin-Elmer; catalog no. 4304437).
The amplification profile was 45 cycles of 94°C for 15 s and 60°C for 1 min. The

threshold (CT) values for serial (1/2, 1/4, and 1/8) dilutions of RNA from
K14E6WT line 5737 were used to generate a linear standard curve. CT values of
the samples were compared to this standard curve to calculate the relative levels
of transgene expression. The signal obtained for undiluted RNA from the
K14E6WT line 5737 was set to 100%, and the signal obtained for other mouse
lines was reported as a fraction of that amount. RNA samples from three mice
in each line were analyzed in parallel within each real-time PCR experiment.

Radiation response analysis. Eight-day-old animals were irradiated with 4 Gy
of gamma irradiation from a cesium source. After 23 h, irradiated mice and
control, unirradiated mice were injected with 100 �g of 5�-bromo-2�-deoxyuri-
dine (BrdU) and 83.75 �g of fluorodeoxyuridine/g (body weight). One hour later,
mice were sacrificed, and ear and skin samples were collected, fixed in 10%
formalin, paraffin embedded, and cut into 5-�m sections. BrdU was detected by
using the BrdU immunohistochemistry kit (Oncogene HCS24) according to the
manufacturer’s directions with the following exceptions. The trypsin digestion
was done with 2 drops of trypsin concentrate for every 3 drops of dilution buffer,
the primary antibody incubation was for 3 h, and diaminobenzidine (DAB)
incubation time was 3 min. The percentage BrdU-positive cells was calculated by
dividing the percentage of BrdU-positive cells by the total number of cells in 10
�40 microscopic frames per skin section. The levels of BrdU incorporation in the
irradiated groups were normalized to the BrdU incorporation in the unirradiated
mice of the same genotype. Analysis was performed on three mice per treatment
group, except for the irradiated K14E6�146-151 group, in which two mice were
analyzed. For p53 immunohistochemistry, deparaffinized sections were treated
for 15 min with 3% hydrogen peroxide to quench endogenous peroxidase activ-
ity, heated for 20 min in boiling 0.01 mol of citrate buffer (pH 6.0) per liter by
using a microwave to unmask antigens, blocked with 5% nonfat dry milk–
phosphate-buffered saline–5% normal goat serum for 30 min, and incubated for
3 h at room temperature with a 1:500 dilution of the rabbit anti-mouse p53
antibody (CM5, catalog no. NCL-p53-CM5p; Novocastra Laboratories). After
incubation with a secondary antibody (30 min) and then with Vectastain ABC
reagents (30 min), the slides were exposed to DAB substrate.

Immunohistochemical analysis for BrdU, PCNA, and Dlg. Nine-day-old or
seven-week-old animals were injected with BrdU and fluorodeoxyuridine as
described above 1 h prior to sacrifice. Skin and ear sections were prepared and
stained for BrdU as described above. To quantify hyperproliferation, the total
number of cells, as well as the number of BrdU-positive suprabasal cells, in 10
�40 microscopic frames per section were counted. Suprabasal cells were defined
as any cell not directly attached to the basement membrane. The percentage of
suprabasal BrdU-positive cells was calculated by dividing the number of BrdU-
positive suprabasal cells by the total number of suprabasal cells. Analysis was
performed on at least three mice per genotype. For proliferating cell nuclear
antigen (PCNA) and Dlg immunohistochemistry, tissue sections were blocked in
5% nonfat milk and 5% normal horse serum in PBS for 30 min. Tissue sections
were exposed to (i) antibody raised against the rat homologue of Dlg, SAP97, at
a 1:1,000 dilution overnight at 4°C or (ii) anti-PCNA antibody (Roche catalog no.
1486772) at a 1:200 dilution and for 1 h at room temperature in a humidified
chamber. Slides were then incubated with secondary antibody for 30 min. For
PCNA staining, tissue sections were exposed to Vectastain ABC reagent (Vector
PK-6200) for 30 min and DAB substrate for 2 min. The tissue sections were
counterstained with hematoxylin and dehydrated through a series of alcohols.
Slides were then coverslipped by using Vectastain mounting medium.

Genotyping the K14E6I128T K14E6�146-151 double transgenic mice. To distin-
guish between the K14E6I128T singly transgenic and the K14E6I128T K14E6�146-151

double transgenic mice, we made use of the MslI site introduced into the E6 gene
by the E6�146-151 mutation. PCR was used to amplify the sequences encompass-
ing the E6I128T E7TTL and E6�146-151 E7TTL regions of the transgenes. The
amplified products were then digested with MslI and subjected to gel electro-
phoresis. Ethidium bromide was used to visualize the DNA fragments. The singly
transgenic mice gave two DNA fragments of 760 and 62 bp. The doubly trans-
genic mice yielded four DNA fragments of 750, 395, 346, and 62 bp.

RESULTS

Generation of the K14E6�146-151 mice. To examine the in
vivo function of E6’s PDZ ligand domain, mice were generated
expressing a mutant version of the E6 protein referred to as
E6�146-151 that is deleted of the C-terminal six amino acids.
This deletion removes the PDZ ligand domain of E6 and
renders it defective for binding hDlg, a PDZ domain partner of
E6 (13). The E6�146-151 mutant gene was cloned into a K14
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expression plasmid containing the human K14 promoter and
polyadenylation sequences. The K14E6�146-151 recombinant
DNA was injected into the male pronuclei of fertilized mouse
eggs, and the injected eggs transplanted into pseudopregnant
female mice. Transgene-positive offspring were identified by
PCR and Southern analyses. Positive founders were bred to

generate multiple independent lines of K14E6�146-151 mice.
Transgene expression in each line was quantified by real-time
PCR by using a Taqman probe specific for the E6 transgene.
Representative results from these assays are displayed in Fig.
1A. Line 513 expressed its transgene at a level 5% that of the
reference K14E6WT line 5737. One line of K14E6�146-151 mice

FIG. 1. Analysis of transgene expression. (A) Quantification of transgene expression by real-time PCR. Total RNA from the skin of each
transgene line was reverse transcribed into cDNA. The abundance of cDNA was then quantified by real-time PCR analysis with a FAM-labeled
Taqman probe specific for the transgene. Shown are the relative transgene expression levels for K14E6WT and K14E6�146-151 mice. (B) In situ
hybridization. Transgene mRNA was examined in skin sections from 9-day-old mice with an antisense probe. Dark-field images (magnification,
�20) of skin sections from nontransgenic (subpanel 1), K14E6WT (subpanel 2), and K14E6�146-151 (subpanel 3) animals are shown. The epidermal
(ep) and dermal (dm) regions of the skin are indicated. The transgene hybridization signal is localized to the epidermis and hair follicles in the
dermis.
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(i.e., line 512) was found to express the transgene at a level
equivalent to the reference K14E6WT line 5737. All other
K14E6�146-151 lines tested displayed transgene expression at or
below that of line 513. We chose K14E6�146-151 line 512 for
further analysis because it expresses the mutant E6 gene at
levels commensurate with that seen in for wild-type E6 in the
reference K14E6WT line 5737.

The tissue localization of the transgene expression in
K14E6�146-151 line 512 was examined by in situ hybridization in
comparison to that seen in the reference K14E6WT line 5737.
Skin sections were exposed for an equal time to a cRNA probe
specific for the transgene transcript. Photomicrographs of in
situ hybridizations performed in parallel on nontransgenic,
K14E6�146-151 line 512 and and on K14E6WT line 5737 skin
sections are displayed in Fig. 1B. The transgene expression was
localized to the epidermis and epithelial appendages (hair fol-
licles and sebaceaous glands) in the skin of both the K14E6WT

and K14E6�146-151 mice, as expected for genes under the reg-
ulation of the K14 promoter. This result demonstrated that the
K14E6�146-151 transgene in line 512 was expressed in an ap-
propriate, tissue-specific manner. Furthermore, the transgene-
specific in situ signal seen in the skin of K14E6�146-151 line 512
mice was similar to that seen in skin of K14E6WT line 5737
mice. This finding corroborated the more quantitative RNA
analysis performed by real-time PCR (Fig. 1A).

E6�146-151 abrogates DNA damage response. We have pre-
viously reported that the wild-type E6 can abrogate responses
to DNA damage in vivo (29). This response is primarily due to
E6’s inactivation of p53 (22, 29). The E6�146-151 mutant has
been shown to inactivate p53 in vitro. To determine whether
expression of the K14E6�146-151 transgene inhibits the function
of the p53 protein in vivo, we monitored the DNA damage
response of the line 512 K14E6�146-151 mice. Mice were ex-
posed to 4 Gy gamma radiation 24 h prior to sacrifice. 1 h prior
to sacrifice, mice were injected with the nucleotide analog
BrdU. Skin was then harvested, and paraffin-embedded histo-
logic sections were stained immunohistochemically for BrdU.
The percentages of BrdU-positive epidermal cells in unirradi-
ated and irradiated animals were calculated. The level of BrdU
incorporation in the unirradiated group was set to 1 for each
genotype. The BrdU incorporation in the irradiated group is
reported in Table 1 as a fraction of the BrdU incorporation in
the unirradiated group. The irradiated nontransgenic animals
incorporated BrdU at a level 0.2 that of the unirradiated
group, a finding consistent with prior studies that demon-
strated an inhibition of DNA synthesis at 24 h postirradiation

(29). The K14E6WT mice incorporated BrdU at a level 0.9 that
of the unirradiated indicating, as previously shown (29), that
E6 abrogates the normal DNA damage response in the skin.
After irradiation, the K14E6�146-151 mice and p53-null animals
incorporated BrdU at a level of about 0.7 that of unirradiated
animals. This result is consistent with E6�146-151 inactivating
p53 in vivo. When we performed immunohistochemistry on the
skin from the irradiated K14E6�146-151 and K14E6WT mice, we
failed to detect staining for the p53 protein (Fig. 2) or a protein
induced by p53 in response to DNA damage, p21 (data not
shown). These results further demonstrate the inactivation of
p53 by E6�146-151. The observations that K14E6�146-151 mice
display an altered DNA damage response and can inactivate
p53 demonstrate that functional E6�146-151 protein is ex-
pressed in the epidermis of these transgenic mice.

Epidermal hyperproliferation is absent in the K14E6�146-151

mice. The expression of wild-type E6 in the skin of mice in-
duces epidermal hyperplasia, which leads to the overt thicken-
ing of the skin, which is most evident in the ears of the mice.
We did not detect any overt thickening of the skin in any of the
lines of K14E6�146-151 mice. To characterize the epithelial phe-
notype in the K14E6�146-151 mice further, we measured the
proliferative indices in the epidermis of line 512 K14E6�146-151

mice. To accomplish this, 9-day-old and 7-week-old mice of the
nontransgenic, K14E6WT (line 5737) and K14E6�146-151 (line
512) mouse lines were injected with BrdU 1 h prior to sacrifice.
Paraffin-embedded histologic sections from the ears of these
mice were subjected to immunohistochemistry specific for
BrdU. Expression of wild-type E6 led to BrdU incorporation in
the suprabasal layers of the epidermis in K14E6WT mice, a
compartment of the epidermis that normally does not effi-
ciently support DNA synthesis (Fig. 3B). This unscheduled
DNA synthesis, which is a hallmark of epithelial hyperplasia in
the K14E6WT mice, was not evident in the epidermis of
K14E6�146-151 (Fig. 3C) or nontransgenic (Fig. 3A) mice. The
percentage of BrdU-positive suprabasal cells was calculated
for 9-day-old and 7-week-old K14E6WT, K14E6�146-151, and
nontransgenic animals (Table 2). There was no increase in the
percentage of suprabasal cells staining positive for BrdU in the
skin of K14E6�146-151 transgenic mice compared to that in
nontransgenic animals at either time point.

PCNA immunostaining was used as an independent means
of monitoring epidermal hyperplasia. PCNA is a component of
the DNA synthesis machinery. The PCNA antibody used in
our analyses is specific for an epitope exposed only in prolif-
erating cells. Ear cross sections prepared as described above
were stained for PCNA by immunohistochemistry. Photomi-
crographs of this staining are presented in Fig. 4. PCNA stain-
ing was evident in the basal, parabasal, and supraparabasal
layers of the K14E6WT ear (Fig. 4B). PCNA staining was seen
in the basal and parabasal layers but not in the supraparabasal
layers of the nontransgenic (Fig. 4A) and K14E6�146-151 (Fig.
4C) mice. This result, along with the BrdU staining results,
indicates that the K14E6�146-151 mice lack the epidermal hy-
perproliferation phenotype evident in the reference K14E6WT

line 5737.
K14E6�146-151 K14E6I128T double-transgenic mice. In a

prior study we generated and analyzed transgenic mice in
which we expressed in the mouse epidermis a mutant of E6,
E6I128T, that is deficient in binding �-helix binding partners of

TABLE 1. DNA damage responses in the skin of wild-type or
mutant HPV-16 E6 transgenic mice

Mouse genotype Mean fraction of BrdU-positive
cells in irradiated epidermis � SDa

Nontransgenic .......................................................... 0.2 � 0.2
K14E6WT................................................................... 0.91 � 0.2
P53 null ..................................................................... 0.72 � 0.3
K14E6�146–151 ........................................................... 0.7b

a Values represent the fractional value for the percentage of BrdU-positive
cells in the epidermis of irradiated mice relative to that of unirradiated mice of
the same genotype.

b This value represents the average of two samples (i.e., 0.6 and 0.8). For all
other cases, at least three animals per treatment group were analyzed.
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E6. Mice expressing E6I128T displayed a reduced level of epi-
thelial hyperplasia compared to that seen in mice expressing
wild-type E6 in the epidermis (22). This finding indicated that
E6’s interactions with one or more of its �-helix binding part-
ners contribute to the induction of epithelial hyperplasia. Be-
cause the E6I128T mutant protein retains the PDZ ligand do-

main, it is predicted to retain an ability to interact with PDZ
binding partners of E6. Conversely, we have shown in vivo
(Table 1 and Fig. 2) and others have shown in vitro (13) that
the E6�146-151 mutant protein must be able to bind at least one
�-helix binding partner, E6AP, since it retains an ability to
functionally inactivate p53. Thus, two E6 mutant proteins,

FIG. 2. p53 induction in the mouse epidermis after irradiation.
Shown are cross sections of skin from unirradiated K14E6�146-151 (A),
irradiated nontransgenic (B), irradiated K14E6WT (C), and irradiated
K14E6�146-151 (D) mice stained for p53. Note the frequent positively
stained nuclei in the epidermis of the irradiated nontransgenic mouse
compared to their absence in the epidermis of both the irradiated
K14E6WT mice and the K14E6�146-151 mice. No p53 staining was de-
tected in unirradiated mice of all genotypes (representative staining is
shown only for unirradiated K14E6�146-151 mice [see panel A]).

FIG. 3. Hyperproliferation in the skin of nontransgenic (A),
K14E6WT (B), and K14E6�146-151 (C) mice. Shown are cross sections of
skin from the ear of 9-day-old nontransgenic, K14E6WT, and
K14E6�146-151 mice stained immunohistochemically for BrdU incorpo-
ration. BrdU was injected (100 �g/g [body weight]) 1 h prior to sacri-
fice. Examples of BrdU-positive suprabasal cells are denoted by ar-
rows.
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which appear to be defective in binding distinct subsets of
cellular proteins, show reduced ability or no ability to induce
epithelial hyperplasia. This led us to question whether E6
induces epithelial hyperplasia through a coupled interaction
between �-helix and PDZ partners. Functional interactions
between �-helix and PDZ partners of E6 have been proposed.
E6 induces the degradation of hScrib, a PDZ domain partner,
via E6AP, an �-helix partner (21). Moreover, E6-TP1, another
�-helix partner, interacts with hDLG, another PDZ domain
partner, although it is not known whether this interaction is
affected by E6 (23). An alternative explanation for the fact that
E6I128T and E6�146-151 proteins are reduced or absent in their
ability to induce epithelial hyperplasia is that E6 works to alter
epithelial growth through two (or more) independent pathways
that are not functionally coupled. To distinguish between these
possibilities, we sought to determine whether E6�146-151 and
E6I128T can complement each other to induce wild-type levels
of epithelial hyperplasia. Evidence for complementation would
argue that the partner interactions affected by each mutation
contribute to independent (uncoupled) pathways. A lack of
complementation would be consistent with E6 inducing epi-
thelial hyperplasia through some coupled interaction between
�-helix and PDZ domain protein partners. Lines of
K14E6I128T (line 6061) and K14E6�146-151 (line 512) mice ex-
pressing their transgenes at matched levels to that in the ref-
erence K14E6WT line (line 5737) were bred and tissues har-
vested from 7-week-old single- or double-transgenic offspring
after exposure for 1 h to BrdU (injected intraperitoneally).
Histologic sections from ears were subjected to immunohisto-
chemical staining for BrdU. The percentages of BrdU-positive
cells observed in the suprabasal layers of the ears are presented
in Table 2. The presence of the K14E6�146-151 transgene did
not affect the level of proliferation in the K14E6I128T mice. The
lack of complementation is consistent with E6 inducing epi-
thelial hyperplasia through a coupled interaction between
�-helix and PDZ domain protein partners.

DISCUSSION

K14E6�146-151 mice lack epithelial hyperplasia. Our results
demonstrate that the PDZ ligand domain of E6 is necessary for
the induction of epithelial hyperplasia. Induction of epithelial
hyperplasia is an activity of E6 that is likely to contribute to its

role in tumorigenesis in vivo (30); therefore, we predict that
the K14E6�146-151 mice will display reduced tumorigenic phe-
notypes compared to that of K14E6WT mice. This is in agree-
ment with previous studies in which E6 mutants deficient in
binding PDZ partners, unlike wild-type E6, were unable to
transform baby rat kidney cells in tissue culture or confer
tumorigenicity onto cells in xenograft experiments (14). Long-
term tumorigenesis studies, now initiated, comparing the tu-
morigenic phenotypes of K14E6�146-151 mice to those of
K14E6WT mice, will allow us to define that contribution. That
E6�146-151 is capable of immortalizing mammary epithelial
cells (13) indicates that PDZ partner binding is not required
for this activity and that the activities of E6 required for in vitro
immortalization and in vivo hyperplasia are distinct.

Our results indicate that E6 requires interactions with one or
more of the PDZ partners to induce epithelial hyperplasia.
Evidence from Drosophila studies links two of these PDZ part-

FIG. 4. PCNA staining in nontransgenic (A), K14E6WT (B), and
K14E6�146-151 (C) mice. Cross sections of skin from 9-day-old non-
transgenic, K14E6WT, and K14E6�146-151 animals were subjected to
immunohistochemistry for PCNA. Shown are images captured at �40
magnification.

TABLE 2. Epithelial hyperplasia in wild-type or mutant HPV-16
E6 transgenic mice

Mouse genotypea
% Suprabasal BrdU-positive cellsb in:

9-day-old mice 7-wk-old mice

Nontransgenic 1.7 � 0.5 0.1 � 0.3
K14E6WT 4.3 � 1.4 6.8 � 2.0
K14E6�146-151 2.0 � 0.7 0.0 � 0.0
K14E61128T 2.9 � 1.1c 2.0 � 1.4
K14E61128T/K14E6�146-151 ND 1.9 � 0.8

a K14E6WT (line 5737), K14E6�146-151 (line 512), and K14E61128T (line 6061)
mouse lines were chosen since they express comparable levels of transgenes (see
Fig. 1 and reference 22).

b That is, the percentage of suprabasal cells that are BrdU positive in the
epidermis lining the ears of mice. Values represent the average of at least three
mice per genotype � one standard deviation.

c Data previously reported (22).
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ners, Dlg and Scrib, to epithelial growth regulation. In Dro-
sophila embryos, dlg mutants exhibit hyperplastic overgrowth
and loss of cell polarity in epithelial tissues such as the imaginal
discs (9, 24, 34). Therefore, E6’s degradation of Dlg could
potentially mediate the epithelial hyperplasia of the K14E6WT

mice. Caruna et al. have identified mice that contain a gene
trap insertional mutation in mouse Dlg (3). Mice homozygous
for this mutant allele are born with severe cleft palates and die
at or close to birth, preventing us from scoring the influence of
this Dlg mutation in neonates of the same age at which we
detect epithelial hyperplasia in the K14E6WT mice (day 6 or
later). We failed to detect epidermal hyperplasia in the skin of
mice homozygous for the mutant Dlg allele that were sacrificed
at embryonic day 19.5 or as neonates that were less then 24 h
old (M. L. Nguyen, M. M. Caruna, A. Bernstein, and P. F.
Lambert, unpublished results). The significance of this obser-
vation is further limited by the suspicion that this gene trap
insertional mutant does not represent a true null allele, a
concern raised by the fact that mice engineered by conven-
tional homologous recombination approaches to bear null al-
leles of Dlg die as embryos (P. Bryant, unpublished data), a
finding similar to that seen in Drosophila melanogaster (9, 24).
Therefore, a model in which Dlg is specifically inactivated in
the epidermis would need to be generated in order to deter-
mine whether a lack of Dlg leads to epithelial hyperplasia in
mice.

E6 may alter Dlg’s activity through means other than induc-
ing its degradation. Dlg binds to the PDZ ligand domain of the
cellular tumor suppressor and regulator of the canonical Wnt
pathway, adenomatous polyplosis coli (APC) (20). A peptide
corresponding to the carboxyl terminus of E6 has been shown
to disrupt the APC-Dlg interaction (14). This suggests that the
E6 protein may be able to disrupt the Dlg-APC complex.
However, what effect this disruption would have on epithelial
growth and carcinogenesis is unclear. Overexpression of Dlg
abrogates an APC induced cell cycle block in epithelial cells
(12), suggesting that Dlg regulates APC’s activity in controlling
cell growth. However, mice containing a mutant of APC
(APC1638T) lacking the Dlg-binding regions did not develop
epithelial hyperplasia (M. L. Nguyen, R. Fodde, and P. F.
Lambert, unpublished results) or spontaneous tumors (28).
Further investigation is needed to determine whether E6’s
interaction with Dlg is responsible for the induction of epithe-
lial hyperplasia in mice.

E6’s interaction with one of the other PDZ partners, Scrib,
MAGI, or MUPP1 may also mediate epithelial hyperplasia.
Similarly to dlg, Drosophila mutations in scrib lead hyperplastic
overgrowth and loss of cell polarity in epithelial tissues (2).
Mice with similar mutations in scrib have not been generated;
thus, it is not known at this time whether disruption of scrib
would lead to comparable epithelial phenotypes in mice. Thus
far, there is no direct evidence pertaining to the role of
MAGI-1 or MUPP-1 in the control of epithelial cell growth.

E6�146-151 and E6I128T cannot complement each other to
induce wild-type levels of epithelial hyperplasia. We have
shown previously that the �-helix partner binding of E6 con-
tributes to epithelial hyperplasia. In the present study we found
that the PDZ partner binding of E6 is necessary for epithelial
hyperplasia. Thus, both �-helix and PDZ partner binding play
a role in inducing epithelial hyperplasia. When we bred the

K14E6I128T mice to the K14E6�146-151 mice, the double-trans-
genic mice did not display the level of epithelial hyperplasia of
mice expressing the wild-type E6 (Table 2). This lack of
complementation is consistent with E6 inducing epithelial hy-
perplasia through some coupled interaction between �-helix
and PDZ domain protein partners. One way in which �-helix
partners and PDZ partners have been shown to be coupled is
through E6AP. The �-helix partner, E6AP, has been shown to
mediate the degradation of the PDZ partner hScrib (21), rais-
ing the hypothesis that E6 needs not only to bind PDZ partners
(mediated by the PDZ ligand domain of E6) but also to induce
their degradation (mediated by E6’s interaction with E6AP) in
order to induce the level of epithelial hyperplasia observed in
the K14E6WT mice. However, we have evidence that the ability
of E6 to induce epithelial hyperplasia is not altered on an
E6AP-null background (M. L. Nguyen and P. F. Lambert,
unpublished data). The possibility of another link between
�-helix and PDZ partners is suggested by the recent finding
that the rat homologue of the �-helix partner, E6TP1, has been
shown to bind to the PDZ partner Dlg (23). It is not known
what influence E6’s interaction with E6TP1 and/or Dlg has on
the association of E6TP1 with Dlg. An alternative explanation
for the lack of complementation between the K14E6I128T and
K14E6�146-151 mice is that there is defect common to E6I128T

and E6�146-151 mutants that is not restored in the double-
transgenic animals. Although we cannot formally rule out this
possibility, no known functions of E6 are known or predicted
to be absent in both the E6I128T and E6�146-151 mutants.

We have found that the PDZ ligand domain of HPV-16 E6
is required for the induction of epithelial hyperplasia in mice.
Two other viruses, human T-cell leukemia virus (26) and ad-
enovirus 9 (17), encode oncogenes that bind PDZ domain-
containing proteins. Interestingly, the PDZ ligand domain of
adenovirus 9 oncoprotein, E4 ORF-1, has recently been found
to be important for its oncogenic activities (8). These results
and ours indicate that interactions between viral proteins and
PDZ domain-containing proteins constitute a general mecha-
nism for virus-induced oncogenesis.
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